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- Prokaryotic Genome analysis.

- Structural and Functional Metagenomics.

- Recombinant Proteins; Eukaryotic and Prokaryotic

- Analysis of Genetic diversity and phylogenetic relationship using molecular markers, especially,
molecular evaluation of various plant species (PCR based markers- Sequencing based markers).

- Gene Cloning and Bacterial transformation

- DNA and RNA extraction and preparation methods for various downstream applications

- PCR related techniques.

- Real Time PCR (gPCR) and its application in gene quantitation — Gene expression analysis —
Allelic discrimination — HRM genotyping analysis.

- Development of kit-based protocols and buffers for Nucleic Acids extractions.

- Detection and quantitation methods of Genetically Modified Organisms.

- Basic knowledge and general applications of HPLC systems.

- Bioinformatics Pipelines for analysis of NGS data
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